A total of 600 Escherichia coli strains isolated from 382 preweaned and 197 postweaned pigs with diarrhea were tested for the presence of the eaeA gene by polymerase chain reaction techniques. Of the 393 isolates from preweaned pigs, 23 (5.8%) E. coli strains isolated from 23 pigs carried the eaeA gene. Of the 207 isolates from postweaned pigs, 9 (4.3%) E. coli strains isolated from 9 pigs carried the eaeA gene. The results suggest that eaeA ϩ E. coli is associated with diarrhea in pre-and postweaned pigs.
by a 10-minute extension step at 70 C. The amplified product was visualized by standard gel electrophoresis of 10 l of the final reaction mixture on a 2% agarose gel. Amplified DNA fragments of specific sizes were visualized by ultraviolet fluorescence after staining with ethidium bromide. Fragment lengths were verified by a digested lambda DNA standard run simultaneously. The PCRs were performed in triplicate. Control DNA from reference strains was included in each reaction.
Primer pairs for eaeA yielded PCR products of the expected size for control strains and field isolates ( Fig. 1 ). One or 2 isolates per pig were analyzed by PCR for the presence of the eaeA gene. Of the 393 isolates from preweaned pigs, 23 (5.8%) E. coli strains isolated from 23 pigs carried the eaeA gene. Of these 23 eaeA ϩ E. coli isolates, 1 was isolated in 1995, 5 were isolated in 1996, 16 were isolated in 1997, and 1 was isolated in 1999 (Table 1) . One eaeA ϩ E. coli strain isolated in 1995 was from Kyounggi Province. Of the 5 eaeA ϩ E. coli strains isolated in 1996, 2 were from Kyounggi Province and 3 were from Kyoungsang Province. Of the 16 eaeA ϩ E. coli strains isolated in 1997, 5 were from Kyounggi Province, 4 were from Kyoungsang Province, 4 were from Chungcheung Province, and 3 were from Cholla Province. The 1 eaeA ϩ E. coli strain isolated in 1999 was from Kangwon Province.
Of the 207 isolates from postweaned pigs, 9 (4.3%) E. coli strains isolated from 9 pigs carried the eaeA gene. Of these 9 eaeA ϩ E. coli isolates, 1 was isolated in 1996, 7 were isolated in 1997, and 1 was isolated in 1999 ( Table 1 ). The eaeA ϩ E. coli strain isolated in 1996 was from Kyounggi Province. Of the 7 eaeA ϩ E. coli strains isolated in 1997, 4 were from Kyounggi Province, 2 were from Cholla Province, and 1 was from Kangwon Province. The eaeA ϩ E. coli strain isolated in 1999 was from Chungcheung Province.
The prevalence of eaeA ϩ E. coli isolated from pre-and postweaned pigs with diarrhea was examined. The isolation rate of eaeA ϩ E. coli in preweaned pigs with diarrhea was about 5.8%, and the isolation rate of eaeA ϩ E. coli in postweaned pigs with diarrhea was about 4.3%. The prevalence of eaeA ϩ E. coli in the Republic of Korea is similar to that in the USA, which was 4%. 10 Thus the prevalence of AEEC is lower than that of ETEC in Korea and the USA. 9, 10 The production of A/E lesions by AEEC strains is associated with a chromosomal determinant, eaeA. 2, 7 The eaeA gene is necessary for the A/E activity of AEEC. 1, 3 The product of the eaeA gene is a 94-kD outer membrane protein termed intimin, which is involved in the intimate attachment of AEEC to enterocytes. 2, 7 However, the eaeA gene alone is not sufficient to mediate intimate attachment. A second gene, eaeB, located downstream from the eaeA gene, is also found to be necessary. 4 The definitive diagnosis of AEEC infection in pigs has been based on the demonstration of the typical A/E lesions by histopathology, 6, 11 which makes diagnosis cumbersome and slow. Histopathologic examination is also used for postmortem diagnosis. PCR is a useful diagnostic tool because it is quick, specific, and sensitive. Thus, the PCR assay, used in this study for the detection of the eaeA gene responsible for the A/E lesion, can be used as an alternative to the histopathologic techniques used to confirm enteropathogenicity of E. coli.
